BIOTECHNOLOGY J§fl ^ 



P a \\ <sFOriF,NCE LISTING 
TERROR REPORT 





The Biotechnology Systems Branch of the Scientific and Technical Information 
Ccnte-tsTIC) detected errors when processing the following computer readable 
form: 

Application Serial Number 
Source 

JDate Processed b>*STIC: 

' % 

1 rur ATTAPHrn PRINTOUT EXPLAINS DETECTED ERRORS. 

roSSS PATENT1N SO™ Q— s, H*. COWACT 
rn nflUKT FRRORFD SEQUENCE LISTINGS, PLEASE USE Till- CHECKKU 

wrsVon 4 /prog, am. -vi ,^;o: i through the US. PATENT AND 

IaDFM ARK OFFICE WE BSITE. SEP BELOW FOR ADDRESS: 

,„ |^>ovAvcb/ofnceW l v „/rl l ,Tl„T/rl l U.-41no l c.l,(n l 

,. ,f ,. . mrrit - Tt ...~../H~. m «....l., W >. EPS Submission 

User Manual - cPAVE) AWmdrh VA 2?TH 1450 

2 us Postal Service: Commissioner foi Patents, P.O. Box 1450, Alexandria, VA 

'• S^^S'CS^ W,„ ( ,„, Ro 0 ,„ C, Sla , ,,,, T,„. 

201 1 South Clark Place, Arlington, VA 22202 Trademark OHiee. 

4 * - 



Revised 10/08/03 



Raw Sequence Listing Error Summary 



ERROR DETECTFD SUGGESTED CORRECTION 

ATTN: NEW RULES CASES: PLEASE DISRSQARD ENGLISH "ALPHA" HEADE^ WnCH^E INSERTED BY PToloFTWARE 



SERIAL NUMBER:. 



I 



Jnva|>«Ji« Unflh Tke ruta ngri, ,h„ . line no, „« d 72 cba , M „ s in ltnglh TOs ^ ^ 

4__£_Non ASCf] 



_ Variable Length 



_PatentIn 2.0 
"bug" 



The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules Pleas* 
ensure your subsequent submission is saved in ASCII text. 

Sequenced) contain n's or Xaa's representing more than one ^sidue. Per Sequence R.Hp< 

^^^^^^^^^^^^ 

prev.ously coded nucleic acid sequence. Please manually copy the relevan <220> <2 3> 

Sfflsitsr T,,,s wlto JL -* -s^ssr ,o 

This sequence is intentionally skipped ' 

Please also adjust the "(ii) NUMBER OF SEQUENCES." response .0 include the sk.ppcd sequences. 

Sequcnce(s) 

<210> sequence id number 
<400> sequence* id number 
000 



_Skippcd Sequences 
(NEW RULES) 



missing. If intentional, please insert the following lines for each sk.pped sequence. 



10 



_Use of n's or Xaa's 
(NEW RULES) 

Jnvalid <2I3> 
Response 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n»c ^ v . 

Per 1.823 of Sequence Rules, the only valid <2 1 3> responses are- Unknnwn t .e 



12 



13 



iPatentln 2.0 
"bug" 



_ Misuse of n/Xaa 



Use of <220>1^22T> is MANDATORY if o i to. "n - • ldCn "" erS and rcs P onscs 

"Unknown " Please J^^^f^ ESS^T" SCqUCnCe " ^ 
(See Federal Register," O0T0I/.998, Vol. 63, No. .04, pp. 2963^32) (Sec. ..823 of Sequence Rules) 

Please do no. use "Copy to Disk" function of Pa.en.In version 2.0. This causes a corruotcd file • 
e suiting ,n missing mandatory numeric identifiers and responses (as indicati on ra™nce 
hstrng). Instead, please use "File Manager" or any other manual means to copy™™ flippy disk. 

"n" can only represent a single nuclepiide; "Xaa" can only represent a single amino acid 
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IFWO 



2 
3 
5 

and vase 
6 
8 

C— > 10 
C~> 10 

10 

11 

13 



RAW SEQUENCE LISTING DATE : 03/22/2004 

PATENT APPLICATION: US/10/798 , 579 TIME : 10:19:03 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

<110> APPLICANT : Kirin Beer Kabushiki Kaisha; Japan International Research Center f 

or Aqricultural Sciences . , 

<120> TITLE OF INVENTION: A production of plants having improved rooting efficiency 



life by using environmental stress-resistant gene 
<130> FILE REFERENCE: PH-2034 

<140> CURRENT APPLICATION NUMBER: US/10/798 , 579 
<141> CURRENT FILING DATE: 2004-03-12 

<150> PRIOR APPLICATION NUMBER: JP 2003-071082 <0LJ^^ 
<151> PRIOR FILING DATE: 2003-03-14 ^ n >^^^ 

<160> NUMBER OF SEQ ID NOS: 30 



ERRORED SEQUENCES 



/ I ' \,l °° es Not Comply 




73 <210> SEQ ID NO: 2 

74 <211> LENGTH: 216 

75 <212> TYPE: PRT 

76 <213> ORGANISM: Arabidopsis thaliana 
7 8 <4 00> SEQUENCE: 2 

7 9 Met Asn Sen Phe Ser Ala Phe Ser Glu Met Phe Gly Ser Asp Tyr^Glu 

e— > so i A y* y° <v 

81 Ser Ser Val Ser Ser Gly Gly Asp Tyr He Pr 9 Thr Leu Ala Ser Ser 
F -> 82 ''20' 36 ZS ^° 

83 Cys P^ysjxys Pro Ala GlyAra Lys Lys Phe Ar^Thr Arg His 

E "" > 8 5 Pro lie Tyr Arg fly Va^AggJSrg Arg Asn Ser, Glv Lys Trp Val Cys 

E__> 87 Glu Val Arg Glu Pro Asn Lys Lys Thr Arg Il§ Trp Leu Gly Thr 

8 9 Gin Thr Ala Glu Met Ala Ala Arg Ala Hy Asp Val Ala Ala Igu^Ala 

93 Leu Ara lie Pro Gl/Ser Thr Cys Ala Lys Asp He Gin Lys Ala Ala 
E— > 94 13/5 Jib l/0 120 

95 Ala lu Ala Ala jfeu Ala Phe,Gln Asp Glu Met PY^Asp A] a Thr Thr 

E— > 96 litf^O 

97 Asp His Gly PhWAsp Mel. Gi/g1u Thr Leu ..Va^Glu Ala lie Tyr Thr 
E— > 98 145 V&> tJV 1S& l£d/S> (V 

" 99 Ala Glu Glnjrer GluJVsn A^a Phe T ^|^ His ASP G1U A]a f^** 

Ala Asn tietJUa Glu Gly Met Leu Leu Pro 

E— > 102 



E — > 



pHe/Asp Met Glu 

■« 1Uo uxu ..For GluJVsn A'la 

100 1*5 /fcJ 1/70 

101 Glu Mot Peo Ser Leu Leu 
/#0 1^5 



Thr^>. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 03/22/2004 
TIME: 10:19:03 



E~> 
E— > 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\j798579.raw 



103 Leu. Pro Ser. Val- Gin Trp Asn Ills -*sn His Glu Val Asp Gly Asp Asp 
- ~ - r + n C 200 205 ^ / 




E--> 
E--> 
E--> 
E~ > 
E--> 
E — > 
E--> 
E--> 
E — > 
E — > 
E--> 
E--> 
E— > 
E--> 
E-- > 
E— > 
E— > 
E— > 
E~ > 
E— > 



104 f 195 

105 A^=&^^^ 

106 C210 215 

191 <^Tffr~5E3~TTT NO : 4 

192 <211> LENGTH: 335 

193 <212> TYPE: PRT 

194 <213> ORGANISM: Arabidopsis thaliana 

196 <400> SEQUENCE : 4 ^ T , Aqn 

197 M^^Al^^-^A^_.Gln S^r Gl^Asp Arg Asn Arg Thr Gin He Asp 

198 (T^ 5 10 15 




199 ^r.u^BeTA^^ Arg Gly Asp Gly Thr Thr Val 

20? ,1 a Gl ^rcL Leu ^^rp^Glu Tyr Asn Glu Thr Val Glu Glu 

203 ValsZ^^ *la ^ G1 ^ Ser LyS LyS GlY 

204 <C50^ 55_ _ — 6 ^ ^ Asn ser Arg Cys Ser Phe Arg 



207 C^Val Aj^X^^^^^ Trp Val Ala Glu lie Arg Glu 



208 

209 Pro Asj]_J^q„.JGlY~^ 

210 <TlOO 105 



95 



JTrp^Leu^ Gly Thr Phe Pro Thr Ala Gin 

TicT 



211 GluJirHT^la Tyx Asp^luMa Ala Lys Ala Met Tyr Gly Pro 

01 o ^115 120 125 3 

213 L JJ^ Asp Ala Ser Glu Val T 

2x5 ^nlS^^ Val Glu Thr Pro Gly Cys Val 

217 His Val 
218 



Cl65 



^5= A5F^S3apJ^^ Ser Lys Pro Phe Ser Gly 



170 



175 



219 Gly Val Gly Ala Glu Glu Met Lys 
oon Cr&6~~ ^ 1.85 ZJSGZ? 

221 Arg Gly ValJ*^ Asp Lys His Trp Leu Ser Glu Phe Glu His Asn 

205 j 



222 



195 



200 



223 T yrj35p^SiE3aE^ Glu Lys Gln LyS Glu Gln Gly 

225 Ii??aT^iu"~Thr Cy7Gln~Gln Gln _Gln_ Gln Asp Ser Leu Ser Val Ala 

99^(^5>? — ~ — — 2"3t3 233" 24Q^ 

227 ^^^-GX^ FEIIi R^M^P^ n Ser His LeU ASP Ser SSr 



Pro Gly Asn Ser Val Ala, 



229 Asp Met g^1jp~V^A,sp Glu Lj^Leu~Arg Asp Leu Asn Gly Asp Asp 

230 <T^Q 265 275> 

231 Val Phe Ala "GT^£uJ^rr ^ln_Jg g]Arg Tyr 

232 280 28F~" 



233 Asn^TT^rryr-Ax^-pl^lT^eTGln Gln Ser Gly Phe Asp Pro /eu 

235 G^¥k^u'^r ^TTiT^_j £2-^ Gln Leu Glu Gly Lys Asp 
236'vi0S 3T5 3$ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 03/22/2004 
TIME: 10:19:03 



237 
E — > 238 

300 
301 
302 
303 
305 
306 
E--> 307 
308 

E— > 309 

310 
E— > 311 

312 
E— > 313 

314 

E — > 315 

316 
E— > 317 

318 

E— > 319 

320 
E— > 321 

322 

E— > 323 

324 

E — > 325 

326 
E— > 327 

328 

E--> 329 

330 
E— > 331 
332 
E— > 333 
393 
394 
395 
396 
398 
399 

E — > 400 
401 

E--> 402 
403 

E — > 404 
405 

E — > 406 
407 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

Gly Asn Gly Phe Phe Asp Asp Leu Ser Tyr Leu Asp Leu Glu Asn 

325 330 335 

<210> SEQ ID NO: 6 
<211> LENGTH: 213 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thalxana 

ZTLT Z Ser Al, Pee Ser Slu Het Phe sly ser AsT^G-u 

Pro Gin Gly Gly Asp Tyr Cys Proihr Leu Ala Thr Ser Cys Pro Lys' 

on 25 30 

Lys Pro Ala Gly Arg Lys Lys Phe Arc, Glu Thr Arg His Pro lie Tyr 

qp AQ 45 

Arg Gly Val Arg Gin Arg Asn Ser Gly Lys Trp Val Ser Glu Val Arg, 

Glu 5 °Pro Asn Ly^Lya Thr He TrpLeu Gly Thr Phe Gin Thr Alal 

Glu Met Ala Ma Arg Alalis Asp^a^Ala Ala Leu Ala Leu Arg Gly 

Arg Ser £1 Cys Leu Asn Phe Ala'Lp Ser Ala Trp Arg Leu Arg He 

Pro Closer Thr CyfLa Lys Asp^le Gin Lys Ala Ala Ala Glu Ala 

Ala Leu Ala Phe Gin Asp Glu jar Cys Asp Thr Thr Thr Thr Asn Mrs 

Gly'leu Asp MefLu Glu Th"Set Val Glu Ala He Tyr Thr Pro Glu 

c i 155 1^ 

Gin Ser Glu Gly Ala Phe Tyr Met Asp Glu Glu Thr Met Phe Gly Met 

i 6^ 170 1^5 

Pro Thr Leu Leu Asp Asn Met Ala Glu Gly Met Leu Leu Pro Pro Pro 

i on 185 190 

Ser Val Gin Trp Asn His Asn Tyr Asp Gly Glu Gly Asp Gly Asp Val 

195 200 205 

Ser Leu Trp Ser Tyr 
210 

<210> SEQ ID NO: 8 
<211> LENGTH: 216 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 

^"LnTef £ Lr Ala Pee Ser GPu Met P h e Gly Ser Asp Tyr Glu 

- c 10 15 

Ser Pro Val Ser Ser Gly Gly Asp Tyr Ser Pro Lys Leu Ala Thr Ser 

on 25 30 

Cys Pro Lys Lys Pro Ala Gly Arg Lys Lys Phe Arg Glu Thr Arg Hxs 

■dc 40 45 

Pro lie Tyr Arg Gly Val Arg Gin Arg Asn Ser Gly Lys Trp Val Cys 

cn 60 
Glu Leu Arg Glu Pro Asn Lys Lys Thr Arg He Trp Leu Gly Thr Phe 
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E- 
E 
E 
E 



M TTOrrTlsJ p DATE : 03/22/2004 

RAW SEQUENCE LISTING in . 1Q , n o 
PATENT APPLICATION: US/10/798 , 579 TIME: 10:19.03 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

_> Z S £ Thr Ala Glu Met Alalia Ar g Alalia Asp Val Ala Ala He Ala 

0 c QO 95 

_> "u Leu Ar 9 Gly Ar g S e r Ala Cys Leo Asn Phe Ala Asp Ser Ala Trp Ar g 

_> "! Lee Ar g lie Pre Gluler Thr CysAla Lys Glu He Gin Lys Ala Ala 
4 " Ala Glu Ala Ala III As„ Phe Gin Asp Glu Met Cys His Bet Thr The 
-» AspMa Has Gly'Lu Asp Hr^Slu Glu The Lee Val Glu Al, He Tyr 
' _> J" Tnr Pro Glu Gin Ser Gin Asp Ala Phe Tyr Met Asp Glu Glu Ala Met/ 
■ _> «! Leu Gly Met Ser Ser III Leu Asp Asn Met Ala Glu Gly Met Leu La, 
" _> 423 Pro Ser^Pro Ser Va^Gln Tr P Asn^Tyr Asn Phe Asp Val Glu Gly Asp 
— > 424 195 200 205 

425 Asp Asp Val Ser Leu Trp Ser Tyr 
-> 426 210 215 

517 <210> SEQ ID NO: 10 

518 <211> LENGTH: 330 

519 <212> TYPE: PRT 

520 <213> ORGANISM: Arabidopsis thalxana 

* 522 M«°Alf STSi Su Gin Thr Gly^hr Glu Gin Pro Lys Lys Ar g Lys 

* I" sir Arg Ala Are Ala Gly Gly Leu'thr Val Ala Asp Ar, Leu Lys Lys 
'* III Trp Lys 2 Gl» Tyr Asf Glu lie Z Glu Ale Ser Ala Val Lys Glu Gly| 
_> 528 Glu Lys Pro Lys Ar g Lye Vallro Ala Lys Gly Ser Lys Lys Gly Cys 

" 530 Met^ys Gly LyfcPy Gly Pro Asp Asn^Ser His Gys Ser Phe Ar g Gly 

* III val Ar g Gin He Trplly Lys Trp Val Ala Glu lie Ar g Glu Pre 
oc on 95 

■> 533 H:> „ m„ Thr- Php Pro Thr Ala Glu Lys 

534 Lys He Gly Thr Arg Leu Trp Leu Gly Thr Phe Pro inr a 

_> 536 Ala Ala 0 Ser Ala Ty"Up Glu Alalia Thr Ala Met Tyr Gly Ser Leu 

* 538 Ala Arg Leu Asn III Pro Gin Ser Val Gly Ser Glu Phe Thr Ser Thr 

* 540 Server Gin Serllu Val Cys^Thr Val Glu Asn Lys Ala Val Val Gys 

* 542 ITy Asp Val Gys Val Lys S Glu Asp Thr Asp Gys Glu Ser Asn Pro^ 
_> 54^ Phe Ser Gin lie Leu Asp Val Arg Tu Glu Ser Gys Gly Thr Arg Pr ; 
-> M6 Asp Se"?y- Thr Vainly His G "Lp Met Asn Ser Ser Leu Asn Tyr 



w- 

E- 

E- 

E- 
E- 
E- 
E- 
E- 
E-- 
E- 
E- 
E- 
E- 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 
TIME: 



03/22/2004 
10:19:03 



E— > 
E--> 
E — > 
E— > 
E— > 
E— > 
E — > 
E — > 
E~> 



E~> 
E — > 
E--> 
E — > 
E--> 
E— > 
E— > 
E — > 
E— > 
E— > 
E--> 
E — > 
E— > 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

548 Asp Leu Leu Leu flu Phe Glu fin Gin Tyr Trp Gly Gin Val Leu Gin 
550 Gladys Glu Lyfrro Lys Glf GLu Glu Glu Glu He Gin Glu Glu Glu 
III III Glu Glu "n Glu Glu ofu Leu Glu \fo Asp Leu Leu Thr Val Ma 
5M Asp Tyr Gly Trp Pro Trp Ser Asnjsp He Val Asn Asp Gin Thr Ser 
556 Trp Asp 6 °Pro Asn Glu^Gys Phe Asp^le Asn Glu Leu Leu Gly Asp Leu 
HI Asn III Pro Gly Pro Has Glu III Glu leap Glu use Has Val use See 

III Glyler Tyr J/lu His PrTL His Leu Glu Pro His Asp Gly His 

561 305 310 315 320 

562 Glu Phe Asn Gly Leu Ser Ser Leu Asp He 

563 325 330 

584 <210> SEQ ID NO: 12 

585 <211> LENGTH: 224 

586 <212> TYPE: PRT 

587 <213> ORGANISM: Arabidopsis thaliana 

589 <400> SEQUENCE : 12 ^ ^ Leu Ser Ile Ser 

590 Met Asn Pro Phe Tyr ber inx rue r±. F 

"3 Asp Hie Arg See Pro 111 Ser Aspier Ser Glu Cys Ser Pro Lys Leu 
III Ala Se/ser Cys P^Lys Lys Arg Ala Gly Ar, Lys Lys Phe Ar, Glu 
III Thr a" His Pro " Tyr Ar "ly Val Ar, Glu Ar, Asu Ser Gly Lys 
602 Tap",! Cys Glu\al Arg ,!„ Pro Asn^Lys Lys Ser Arg lie Trp Leu 
til Gly Thr Phe Pro Thr Val'clu « «g Ala His Asp Val Ala 

608 Ala Leu Ala Leu Arg Gay Ar, Serbia Cys Leu Asu Phe Ala Asp Ser 
6U Ala Tr P °Ar, Lee Ar,"lle Pro Gl^er Thr c y s Pro Lys GLu lie Glu 
S Lys Ala Ala Ser Glu Ala Ala III Ala Phe Glu Asu Glu Thr Thr Thr 
fi? Glumly Ser Ly^Thr Ala Ala", Ala Glu Glu Ala Ala Gly Glu Gly 
til "a Arg Glu Gly Glu Ar, Ar, Ala Glu Glu Glu Asu Gly Gly Val Phe 
623 Tyr Met Asp Asp Glu Ala Leu Leujly Met Pro Asu Phe Phe Gla Asn 
626 Met Ala 8 Glu Gly M^Leu Leu Prolro Pro Glu val Gly Trp Asn His 
til Asn Asp Phe Asp Gly Val Gly As P Val Ser Leu Trp Ser Phe Asp Glu 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 03/22/2004 
TIME: 10:19:03 



E— > 630 

650 
651 
652 
653 
655 
656 

E— > 657 
659 

E — > 660 
662 

E — > 663 

665 

E — > 666 

668 

E — > 669 

671 
E— > 672 

674 

E — > 675 

677 

E — > 678 

680 
E— > 681 

683 

E — > 684 

686 

E — > 687 

689 

E--> 690 

709 
710 
711 
712 
714 
715 
E— > 716 
717 

E— > 718 

720 
E— > 721 

723 
E— > 724 

726 
E— > 727 

729 
E— > 730 

732 
E— > 733 




Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

210 215 220 

<210> SEQ ID NO: 14 
<211> LENGTH: 181 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 

2T'LTtTZ asp Ue Thr Va! Ala ol» »*t Lys Pro Lys Lys Arg 

1 5 10 15 i 

Ala Gly Arg Arg He Phe Lys Glu Thr Arg His Pro He Tyr Arg Gly 

20 25 30 

Val Arg Arg Arg Asp Gly Asp Lys Trp Val Cys Glu Val Arg Glu Pro 

^5 40 45 

lie His Gin Arg Arg Val Trp Leu Gly Thr Tyr Pro Thr Ala Asp Met 

50 55 60 

Ala Ala Arg Ala His Asp Val Ala Val Leu Ala Leu Arg Gly Arg Ser 

y-c 70 75 80 

Ala Cys Leu Asn Phe Ser Asp Ser Ala Trp Arg Leu Pro Val Pro Ala 

85 90 95 

Ser Thr Asp Pro Asp Thr He Arg Arg Thr Ala Ala Glu Ala Ala Glu 

100 105 HO 

Met Phe Arg Pro Pro Glu Phe Ser Thr Gly He Thr Val Leu Pro Ser 

Ala Ser Glu Phe Asp Thr Ser Asp Glu Gly Val Ala Gly Met Met Met 

1 oq 135 140 

Arg Leu Ala Glu Glu Pro Leu Met Ser Pro Pro Arg Ser Tyr He Asp 
145 150 155 160 

Met Asn Thr Ser Val Tyr Val Asp Glu Glu Met Cys Tyr Glu Asp Leu 

165 170 175 

Ser Leu Trp Ser Tyr 
180 

<210> SEQ ID NO: 16 
<211> LENGTH: 209 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 

ZrJnfsTZ Asp II. Ue Leu^la Gl„ Hot Arg Pro Lys Lys Arg 

Ala Gly Arg Arg Val Phe Lys Glt/lhr Arg His Pro val Tyr Arg Gly 

20 25 30 

lie Arg Arg Arg Asn Gly Asp Lys Trp Val Cys Glu Val Arg Glu Pro 

Thr His Gin Arg Arg He Trp'Lu Gly Thr Tyr Pro Thr Ala Asp Met 

50 55 60 

Ala Ala Arg Ala His Asp Val Ala Val Leu Ala Leu Arg Gly Arg Ser 

70 75 80 

Ala Cys Leu Asn Phe Ala Asp Ser Ala Trp Arg Leu Pro Val Pro Glu 

85 90 95 

Ser Asn Asp Pro Asp Val He Arg Arg Val Ala Ala Glu Ala Ala Glu 
100 105 HO 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 03/22/2004 
TIME: 10:19:03 



E— 
E~ 
E- 
E- 
E- 
E- 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E 
E 
E 
E 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J7 98579.raw 

735 Met Phe Arg Pro Val Asp Leu Glu Ser Gly He Thr Val Leu Pro Cys 
> 738 Ala Gly Asp Asp "! Asp Leu cfy Phe Gly Ser Gly Ser Gly Ser Gly 

* "! Ser'ciy Ser Glu 3 Gl„ Arg Asn'L Ser Ser Tyr Gly Phe Gly Asp Tyr 

* 7« "u Glu va! IT Thr Thr Met Met Are L Ala Glu Gly Pro leu Met 

* 746 Ser Pro Pro Arg Ser r'yr Met Glu S Met Thr Pro Thr Asn Val Tyr 
_> ]tl Thr Glu 8 Glu Glu Me^Cys Tyr Gl"Lp Met Ser Leu Trp Ser Tyr Arg 
-> 750 195 200 205 

752 Tyr 

781 <210> SEQ ID NO: 18 

782 <211> LENGTH: 341 

783 <212> TYPE: PRT 

784 <213> ORGANISM: Arabidopsis thaliana 

787 S^rfSfSi tie Val Asp Arg^ys Arg Lys Ser At, Gly Thr Ar, 
_> 790 Asp Val Ala Glu He Leu Arg Glnlrp Arg Glu Tyr Asn Glu Gin lie 
_> 793 Glu Ala'Glu Ser Cyf He Asp cfy Gly Gly Pro Lys Ser He Arg Lys 
_> 796 Pro Pro Pro Lys Gly Ser Ar/lys Gly Cys Met Lys Gly Lys Gly Gly 
_> 799 Preble Asn Glf He Cys Asp Tyr Archly Vat Arc, Gin Arg Arg Trp 
_> 801 Gly Lys Trp val Ala Glu'lle Arg Glu'pro Asp Gly Gly Ala Arg Leu 
_> Z Trp Leo Gly Thr Phe 11 Ser Serlyr Glu Ala Ala Leu Ala Tyr Asp 
_> Zl Glu AlaMa Lys Alflle Tyr Gly^Gln Ser Ala Arg Leu Asn Len Pro 
III Glu Ik Thr Asn Arg Ser Ser Ser Thr Ala Ala Thr Ala Thr Val Ser 
"* M Closer Val ThrMa Phe S."Lp Gin Ser Glu Val Cys Ala Arg Gin 
" _> 816 ASP Thr Asn Ala Ser Ser Gly Phe Gly Gin Val Lys Leu Glu Asp Cys 
■ _> III Ser Asp Glu Tyr Vel Leu Leo Asp III Ser Gin Cys He Lys Gin Glu 
_> 822 Leu Lyfcly Lys Gil". Val A "clu Glu His Asn Len Ala Vat Gly 
" _> 111 Phe Gly He Gly Gin Asp Ser fys Arg Glu Thr Len Asp Ala Trp Leo 

-> 826 210 215 rl "rlu Pro Leu Glu Phe Gly Val Asp Glu 

828 Met Gly Asn Gly Asn Glu Gin Glu Pro teu 

— > 829 225 230 235 . Leu R sn Asp Asn Asn Val 

830 Thr Phe Asp He Asn Glu Leu Leu Gly He Leu Asn p 
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E- 

E- 
E- 
E- 
E- 
E- 
E 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E 
E 
E 



RAW SEQUENCE LISTING ^TE: 03/22/2004 

PATENT APPLICATION: US/10/798 , 57 9 TIME: 10.19.03 

Input Set : A:\PTO.DA.txt 
Output Set: N:\CRF4\03222004\J798579.raw 

_> 833 Ser Gly Gin Glu Thr Met Gin Tyr Gin Val Asp Arg His Pro Asn Phe 

_> 836 Ser Ty^Gln Thr GlnlL Pro Asnler Asn Leu Leu Gly Ser Leu Asn 

_> HI Pro 'It Glu lie Ala Gin Pro Gly Val Asp Tyr Gly Cys Pro Tyr Val 

_> M2 Glfpro Ser AsfL Glu Asfryr Gly lie Asp Leu Asp His Arg Arg 

" ul III Asn Asp III Asp lie Gin Asp Leu Asp Phe Gly Gly Asp Lys Asp/ 
-> 846 325 330 335 

848 Val His Gly Ser Thr 
-> 849 340 

870 <210> SEQ ID NO: 20 

871 <211> LENGTH: 206 

872 <212> TYPE: PRT 

873 <213> ORGANISM: Arabidopsis thaliana 

III Met°serTe E r N Ile flu Pro Lys Val^et Met Val Gly Ala Asn Lys Lys 

_> 879 Gin Arg Thr Val Gin Ala Ser Ser'Lg Lys Gly Cys Met Arg Gly Lys 

_> 882 Gly Gly'pro Asp As^Ala Ser^Cys Thr Tyr Lys Gly Val Arg Gin Arg 

_> HI Thr Trp Gly Lys Trp Val Alailu He Arg Glu Pro Asn Arg Gly Ala 

_> 888 Arg'Leu Trp Leu'ciy Thr^he Asp ThrSer Arg Glu Ala Ala Leu Ala 

' _> 891 tII Asp Ser Ila Ala Arg^ys Leu Ty^Gly Pro Glu Ala His Leu Asn 

' _> 894 Leu Pro Glu Ser Leu Arg Ser Tyr'pro Lys Thr Ala Ser Ser Pro Ala 

' _> 897 Ser Gln^hr Thr Proler Ser Asn^hr Gly Gly Lys Ser Ser Ser Asp 

~ _> 900 Ser Glu Ser Pro Cys Ser Ser Asn Glu Met Ser Ser Cys Gly Arg Val 

~ _> 903 Thr'ciu Glu Ileler Trp Gl"Sis He Asn Val Asp Leu Pro Val Met 

~ _> 906 Asp Asp Ser Ser He Trp Glu Glu Ala Thr Met Ser Leu Gly Phe Pro 

" _> III Trp Val His Glu Gly Asp Asn Asp lie Ser Arg Phe Asp Thr Cys He 
— > 910 180 185 190 

912 Ser Gly Gly Tyr Ser Asn Trp Asp Ser Phe His Ser Pro Leu 
-> 913 195 200 205 

938 <210> SEQ ID NO: 22 

939 <2H> LENGTH: 244 

940 <212> TYPE: PRT 

941 <213> ORGANISM: Arabidopsis thaliana 
943 <400> SEQUENCE: 22 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 



DATE: 03/22/2004 
TIME: 10:19:03 



E--> 
E— > 
E--> 
E--> 
E--> 
E--> 
E--> 
E— > 
E— > 
E— > 
E— > 
E — > 
E--> 
E— > 
E— > 



E— > 
E— > 
E— > 
E— > 
E--> 
E— > 



Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

944 Met Glu Lys Glu Asp Asn Gly Ser^Lys Gin Ser Ser Ser Ala Ser Val 

947 Val Ser Ser Arg Arg j£g Arg Arg'val Val Glu Pro Val Glu Ala Thr 

950 Leu Gln^rg Trp Glfoiu Glu^Gry Leu Ala Arg Ala Arg Arg Val Gin 

953 Ala Lys Gly Ser Lys Lys Gl/cys Met Arg Gly Lys Gly Gly Pro Glu 

956 Asn^Pro Val Cys^Arg Phe Gly Va^Arg Gin Arg Val Trp Gly Lys 

959 Trp Val Ala Su He Arg ? Glu Pro^Vaf Ser His Arg Gly Ala Asn Ser 

962 Ser Arg sTr Lys Arg Leu Trp Leu^Gly Thr Phe Ala Thr Ala Ala Gl 

HI Ala AlfLu Ala Ty"Lp Arg Alalia Ser Val Met Tyr Gly Pro T^r 

968 Ala III Leu Asn Phe Pro Glu Asp Leu Gly Gly Gly Arg Lys Lys As 

970 Glu 3 Glu Ala Glu'Lr Ser Gly^ly Tyr Trp Leu Glu Thr Asn Lys Ala 

973 "y Asn Gly ITl He Glu S Glu Gly Gly Lys Asp Tyr Val Val Tyr 
-i fi c 170 175 

976 Asn Glu Asp Ma He Glu Leu GlyHis Asp Lys Thr Gin Asn Pro Met 

979 Thr Asp 8 Ln Glu Ilfval Asn Previa Val Lys Ser Glu Glu Gly Tyr 

982 Ser Tyr Asp Arg Phe Lys Leu Asp Asn Gly Leu Leu Tyr Asn Glu Pro 

III Glnier Ser Sefryr His Gln^ly Gly Gly Phe Asp Ser Tyr Phe Glu 
986 225 230 235 240 

988 Tyr Phe Arg Phe 

1013 <210> SEQ ID NO: 24 

1014 <211> LENGTH : 277 

1015 <212> TYPE: PRT 

1016 <213> ORGANISM: Arabidopsis thalrana 

1018 <400> SEQUENCE: 24 -r rl w Pro Ala ArQ 

1019 Met Glu Lys Ser Ser Ser Met Lys Gin Trp Lys Lys Gly Pro Ala Arg 

X022 Gry Lys Gly Gly Pro Gxn Asn Ala'Lu Cys Gin Tyr Arg Gly Val Arg 
llll Gin Arg Thr Trp Gly Lys Trpjal Ala Glu lie Arg Glu Pro Lys Lys 
1028 Arg Ala Arg Leu Trp Leu Glyler Phe Ala Thr Ala Glu Glu Ala Ala 
llll Met^la Tyr As^Glu Ala Ala Leu Lys^Leu Tyr Gly His Asp Ala Tyr 
"3? Leu Asn Leu Pro His Leulln Arg Arg Pro Ser Leu Ser Asn 

[Hi Ser Gin Arg Phe Lys Trp Val Proper Arg Lys Phe lie Ser Met Phe 
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E — > 
E — > 
E — > 
E — > 
E— > 
E — > 
E— > 
E--> 
E — > 
E— > 
E— > 
E-- > 



E— > 
E — > 
E— > 
E— > 
E — > 
E — > 
E— > 
E--> 
E--> 
E— > 



1038 

1040 
1041 
1043 
1044 
1046 
1047 
1049 
1050 
1052 
1053 
1054 
1055 
1057 
1058 
1060 
1061 
1063 
1064 
1066 
1067 
1069 
1070 
1096 
1097 
1098 
1099 
1101 
1102 
1103 
1105 
1106 
1108 
1109 
1110 
1111 
1113 
1114 
1116 
1117 
1119 
1120 
1122 
1123 
1125 
1126 
1128 
1129 
1131 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 

Input Set : A:\PTO.DA.txt 
Output Set: N:\CRF4\03222004\J798579 

100 105 HO 

Pro Ser Cys Gly Met Leu Asn Val Asn Ala 

115 120 125 

He Gin Gin Arg Leu Glu Glu Leu Lys Lys 

130 135 140 

Ser Tyr Ser Ser Ser Ser Ser Ser Thr Glu 
145 150 155 160 

Phe Leu Asp Glu Lys Thr Ser Lys Gly Glu 

165 170 175 

Gly Gly Asp Gin Lys Lys Pro Glu He Asp 

180 185 190 

Gin Leu Gly He Leu Lys Asp Glu Asn Glu 

195 200 205 

Ala Glu Cys His Ser Pro Pro Pro Trp Asn 

210 215 220 

Ser Pro Phe Arg Thr Glu Asn Phe Ser Trp 
225 230 235 240 

Pro Arg Ser Glu Thr Thr Thr Met Gin Phe 

245 250 255 

Ser Tyr Asp Phe Glu Asp Asp Val Ser Phe 

260 265 270 

Tyr Gly Ser Leu Asp 
275 

<210> SEQ ID NO: 26 
<211> LENGTH: 306 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 
<400> SEQUENCE: 26 

Glu Glu Glu Gin Pro Pro Ala Lys Lys Arg 

1 5 10 15 

Lys Gly Cys Met Lys Gly Lys Gly Gly Pro 

20 25 30 

Phe Arg Gly Val Arg Gin Arg Thr Trp Gly 

35 40 45 

Arg Glu Pro Asn Arg Gly Thr Arg Leu Trp 

50 55 60 

Ser Val Glu Ala Ala Met Ala Tyr Asp Glu 

65 70 75 80 

Gly His Glu Ala Lys Leu Asn Leu Val His 

85 90 95 

Val Val Val Asn Arg Asn Leu Ser Phe Ser 

100 105 HO 

Trp Ala Tyr Asn Lys Lys Leu Asp Met Val 

115 120 125 

Leu Gly Gin Ala Ser Cys Ser Arg Gly Ser 

130 135 140 

Phe Leu Gin Glu Asp Asp Asp His Ser His 
145 150 155 160 

Ser Gly Ser Asn Leu Cys Trp Leu Leu Pro 



DATE: 03/22/2004 
TIME: 10:19:03 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/798 , 579 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579. 



DATE: 03/22/2004 
TIME: 10:19:03 



raw 



E-- 
E-- 
E~ 
E- 
E- 
E- 
E- 
E- 
E- 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E 
E 
E 



> 1132 

1134 
•> 1135 
1137 
-> 1138 
1139 
-> 1140 
1142 
-> 1143 
1145 
-> 1146 
1148 
-> 1149 
1151 
-> 1152 
1154 
-> 1155 
1157 
1158 
1177 
1178 
1179 
1180 
1182 
1183 
-> 1184 
1186 
~> 1187 
1189 
--> 1190 
1192 
— > 1193 
1194 
— > 1195 
1197 
— > 1198 
1200 
— > 1201 
1203 
— > 1204 
1206 
--> 1207 
1209 
— > 1210 
1212 
-> 1213 
1215 
1228 
1229 



165 170 175 

Asp Gin Glu Thr Val Asn Ala Thr Thr Ser Tyr Gly 

180 185 190 

Gly Gly Ser Thr Leu Thr Phe Ser Thr Asn Leu Lys 

195 200 205 

Met Ser Gin Asn Tyr Gly Leu Tyr Asn Gly Ala Trp 

210 215 220 

Val Gly Gin Glu Lys Lys Thr Glu His Asp Val Ser 
225 230 235 240 

Ser Ser Asp Asn Lys Glu Ser Met Leu Val Pro Ser 

245 250 255 

Arg Met His Arg Pro Glu Leu Glu Glu Arg Thr Gly 

260 265 270 

Asp Asp Leu Leu Glu lie Asp Asp Leu Gly Leu Leu 

275 280 285 

Gly Asp Phe Lys Asn Trp Cys Cys Glu Glu Phe Gin 

290 295 300 

Trp Phe 
305 

<210> SEQ ID NO: 28 
<211> LENGTH: 177 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 
<400> SEQUENCE: 28 

Met Pro Arg Lys Arg Lys Ser Arg Gly Thr Arg Asp 

1 5 10 15 

Leu Arg Lys Trp Arg Glu Tyr Asn Glu Gin Thr Glu 

20 25 30 

He Asp Gly Gly Gly Ser Lys Pro He Arg Lys Ala 

35 40 45 

Ser Arg Lys Gly Cys Met Lys Gly Lys Gly Gly Pro 

50 55 60 

Cys Asp Tyr Thr Gly Val Arg Gin Arg Thr Trp Gly 

65 ' 70 75 80 

Glu lie Arg Glu Pro Gly Arg Gly Ala Lys Leu Trp 

85 90 95 

Ser Ser Ser Tyr Glu Ala Ala Leu Ala Tyr Asp Glu 

100 105 HO 

He Tyr Gly Gin Ser Ala Arg Leu Asn Leu Pro Leu 

115 120 125 

Gin Ala Arg Leu Leu His Phe Leu Met Asn Leu Lys 

130 135 140 

Arg He Gin Met Gin Asp Leu Val Leu Val Arg Ser 
145 150 155 160 

He Ser Lys Met Leu Ser Pro He Thr Ala Leu Val 
165 170 175 

Tyr 

<210> SEQ ID NO: 30 
<211> LENGTH: 18 
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RAW SEQUENCE LISTING DATE: 03/22/2004 

PATENT APPLICATION: US/10/798 , 579 TIME : 10:19:03 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

1230 <212> TYPE: DNA 

1231 <213> ORGANISM: Artificial Sequence 

1234 <223> OTHER R INFORMATION: Description of Artificial Sequence: Primer 

1236 <400> SEQUENCE: 30 

1237 cqai-a&gtcg tcatcatc 



E— > 1240 
E — > 1241 
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/0/7 c f^ s ^7 foe/3 



<400> 1 cn 
cctgaactag aacagaaaga gagagaaact attatttcag caaaccatac caacaaaaaa 60 
qacagagatc ttttagttac cttatccagt ttcttgaaac agagtactct tctgatca 118 
atg aac tea ttt tct get ttt tct gaa atg ttt ggc tec gat tac gag 166 
Met Asn Ser Pt^e Ser A£a Phe SerGlu Mgt Phe Gly Sex Asp Tyr. Glu 

tct teg gtftcc tea ggc ggt gat tat attccg acg ctt gcg age age 214 
Ser Ser Val Ser Ser Gly Gly Asp Tyr lie Pro Thr Leu Ala Ser Ser 

f 10 f 3° 



^4* 



6A^ 



Page/y - 



L : 

L: 

L: 

L: 

L: 

L: 

L: 

L: 

L: 

L : 

L: 

L : 

L: 

L: 

L: 

L: 
L: 
M: 
L: 
L: 
L: 
L : 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
M 
L 
L 
L 
L 
L 
L 



10 M:270 
10 M:271 
29 M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:336 
68 M:336 
80 M:332 
332 
116 

M:336 
M: 336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:33'6 



32 
35 
38 
41 
44 
47 
50 
53 
56 
59 
62 
65 



C: 
C: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
E: 



VERIFICATION SUMMARY JATE : 03/22/2004 

PATENT APPLICATION: US/10/798 , 579 TIME: 10:19:04 

Input Set : A:\PTO.DA.txt 

Output Set: N:\CRF4\03222004\J798579.raw 

Current Application Number differs, Replaced Current Application No 
Current Filing Date differs, Replaced Current Filing Date 



Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 

Number 
Number 
Number 
Number 
Number 



Invalid Amino Acid 
Invalid Amino Acid 
Invalid Amino Acid 
Invalid Amino Acid 
Invalid Amino Acid 
Invalid Amino Acid Number 
Invalid Amino Acid Number 
Invalid Amino Acid Number 



Region, 
Region, 
Region, 
Region, 



in Coding 
in Coding 
in Coding 
in Coding 
in Coding Region, 
in Coding Region, 
in Coding Region, 
in Coding Region, 



(32) Invalid/Missing Amino Acid Numbering, 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID:1 
ID:1 
ID: 1 
ID:1 
ID:1 



:1 
:1 
:1 
:1 
: 1 



ID: 
ID: 
ID: 
ID: 
ID: 
ID:1 
ID:1 
ID: 1 
ID:1 
ID: 2 



Repeated in SeqNo=2 , . 

M:283 W: Missing Blank Line separator, <400> field identifier 



124 
127 
130 
133 
136 
139 
142 
145 
148 
;151 
:154 
:157 
:160 
:163 
:166 
:169 
:172 
:175 
:178 
:181 
:184 
:198 



336 
336 
336 
336 
336 
336 
336 
:336 
M:336 
M:336 
M:336 
M:336 
M:336 
M:332 



W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

E: 



332 Repeated 



258 
261 
264 

:267 
;270 
:273 



336 
336 
;336 
:336 
:336 
:336 



W: 
W: 
W: 
W: 
W: 
W: 



Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
. Invalid Amino Acid Number in Coding Region, 
(32) Invalid/Missing Amino Acid Numbering, 
in SeqNo=4 

Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 
Invalid Amino Acid Number in Coding Region, 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 

SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID: 3 
ID: 3 
ID: 3 
ID: 3 



:3 
:3 
: 3 
:3 
:3 
: 3 



ID: 
ID: 
ID: 
ID: 
ID: 
ID: 
ID: 3 
ID: 3 
ID: 3 
ID:3 
ID: 3 
ID:3 
ID: 3 
ID: 3 
ID:3 
ID: 3 
ID: 3 
ID: 4 

ID: 5 
ID:5 
ID: 5 
ID: 5 
ID: 5 
ID: 5 
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VERIFICATION SUMMARY DATE: 03/22/2004 

PATENT APPLICATION: US/10/798 , 579 TIME : 10:19.04 

Input Set : A:\PTO.DA.txt 
Output Set: N:\CRF4\03222004\J798579.raw 

L:276 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 5 
L:279 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 5 
L:282 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID o 
L:285 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.5 
L:288 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.5 
L:291 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.b 
L-294 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID S 
L ":307 M-332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 6 
M:332 Repeated in SeqNo=6 

L-349 M:336 H: Invalid Amino Acid Number in Coding Region, SEQ ID.7 
L:352 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID. 7 
L-400 M-332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ lU.b 

f-lu U-ltTll <«f5n»1 r "Xaa" used, for SEQ IDf.9 after pos.=1432. 

ZIZ Sefw: £s S sZ°H*n* U. separator, <400> field identifier 
L:523 M:332 E: (32) Invalid/Missing Amino Add Numbering, SEQ ID.1U 
M:332 Repeated in SeqNo=10 Tn . 1? 
L:591 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID. 12 

M:332 Repeated in SeqNo-12 , Tn>u 

L:657 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID . 14 

M:332 Repeated in SeqNo=14 a . c „ n Tn . 1fi 

L:716 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID. lb 

M:332 Repeated in SeqNo=16 -rn-lfl 
L:788 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID.IB 

M:332 Repeated in SeqNo=18 

L:877 M:332 E: (32) Invalid/Missing Ammo Acid Numbering, SEQ ID. ZD 

M:332 Repeated in SeqNo-20 Tn . ? n 

L:945 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID. 22 

M:332 Repeated in SeqNo-22 T n-?4 
^ ,->o . t ./M^/iviio.iru- Amino Acid NumDcr mq , bbQ Lr»,/.<J 



:1020 M:332 E: (32) Invalid/Missing Amino Acid Numbering, 
M:332 Repeated in SeqNo=24 . . n qFn Tn . 2 6 

L:1103 M:332 E: (32) Invalid/Missing Ammo Acid Numbering, SEQ ID. 2b 

M:332 Repeated in SeqNo=26 T n-?ft 
L.1184 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID. 28 

M:332 Repeated in SeqNo=28 identifier 
L-1222 M:283 W: Missing Blank Line separator, <220> field identifier 
L 1240 M-254 E : No. of Bases conflict, LENGTH : Input : 1 CountedrlS SEQ.30 
L 1240 M-320 E: (1) Wrong Nucleic Acrd Designator, NUMBER OF INVALID KEYS . 2 _/ 

ssstw^c -id M^^^rT^™* 2 ^ 

L:1241 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 18 Found. 20 SEQ.SO^y 



it. 



3/22/04 
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